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1-1 



ObosNotCompty 
Corrected Diskette Needed 



ERRORED SEQUENCES ff B V JlAjUfl^ 

26 <210> SEQ ID NO 

27 <211> LENGTH ^ 1 
E — > 28 <212> TYPE : (protein 

29 <213> ORGANISM: Human 
31 <220> FEATURE: 
' '^-> 32 <221> NAME/KEY: misc Qfeature ^ 



33 <222> LOCATION: Synthetic polypeptide J ^^^^'"^^'^ ^ , "I^"^ A^'^jf^^^^ 
35 <400> SEQUENCE: i ' " yCl^Z/^^ _ ^ ^^fjLxJj^] 




36 Gin Glu Asp Glu Arg He Val Leu Val Asp Asn Lys Cys Lys Cys Ala 

37 1 5 10 15 

39 Arg He Thr Ser Arg He He Arg Ser Ser Glu Asp Pro Asn Glu Asp ^ ^ 

40 20 25 30 /O-^ JjLyhJL 

42 He Val Glu Arg Asn He Arg He He Val Pro Leu Asn Asn Arg Glu n 

43 35 40 45 <^;^P.3/ 

4 5 Asn He Ser Asp Pro Thr Ser Pro Leu Arg Thr Arg Pro Val Tyr His _ . 

46 50 55 60 

48 Leu Ser Asp Leu Cys Lys Lys Cys Asp Pro Thr Glu Val Glu Leu Asp Aau^ 

49 65 70 75 80- 

51 Asn Gin He Val Thr Ala Thr Gin Ser Asn He Cys Asp Glu Asp Ser ^ z 

52 85 90 95 ^TT^^j^ 

55 Ala Thr Glu Thr Cys Tyr Thr Tyr Asp Arg Asn Lys Cys Tyr Thr Ala 

56 100 105 110 n . ^ 

58 Val Val Pro Leu Val Tyr Gly Gly Glu Thr Lys Met Val Glu Thr Ala C^d^X7 ju^ 

59 115 120 125 /^^^^ 

61 Leu Thr Pro Asp Ala Cys Tyr Pro Asp \ ^^^^^^^JU^^ 
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62 130 

65 <210> SEQ ID NO: 2 

66 <211> LENGTH;.,..^;^:^^ 

E — > 67 <212> TYPE :<[P rotein ^ 

68 <213> ORGANISM: Mouse 
70 <220> FEATURE: 



W— > 71 <221> NAME/KEY :<rmisc-feature 



135 



72 <222> LOCATION /^Synthetic polypeptide J chain 
74 <4 00> SEQUENCE: 2 




75 


Gin 


Asp 


Glu 


Asn 


Glu Arg 


He 


Val 


Val Asp Asn 


Lys 


Cys 


Lys 


Cys 


Ala 


76 


1 








5 










10 










15 




78 


Arg 


He 


Thr 


Ser 


Arg 


He 


He 


Pro 


Ser 


Ala 


Glu 


Asp 


Pro 


Ser 


Gin 


Asp 


79 








20 










25 










30 






81 


He 


Val 


Glu Arg 


Asn 


Val 


Arg 


He 


He 


Val 


Pro 


Leu 


Asn 


Ser 


Arg 


Glu 


82 






35 










40 










45 








84 


Asn 


He 


Ser 


Asp 


Pro 


Thr 


Ser 


Pro 


Met 


Arg 


Thr 


Lys 


Pro 


Val 


Tyr 


His 


85 




50 










55 










60 










87 


Leu 


Ser 


Asp 


Leu 


Cys 


Lys 


Lys 


Cys 


Asp 


Thr 


Thr 


Glu 


Val 


Glu 


Leu 


Glu 


88 


65 










70 










75 










80 


90 


Asp 


Gin 


Val 


Val 


Thr 


Ala 


Ser 


Gin 


Ser 


Asn 


He 


Cys 


Asp 


Ser 


Asp 


Ala 


91 










85 










90 










95 




93 


Glu 


Thr 


Cys 


Tyr 


Thr 


Tyr 


Asp 


Arg 


Asn 


Lys 


Cys 


Tyr 


Thr 


Asn 


Arg 


Val 


94 








100 










105 










110 






96 


Lys 


Leu 


Ser 


Tyr 


Arg 


Gly 


Gin 


Thr 


Lys 


Met 


Val 


Glu 


Thr 


Ala 


Leu 


Thr 


97 






115 










120 










125 








99 


Pro 


Asp 


Ser 


Cys 


Tyr 


Pro 


Asp 





















100 



135 



?TH: 1137--^ 




130 

109 <210> SEQ ID NO: 3 

110 <211> LENGTH 
E~> 111 <212> TYPE 

112 <213> ORGANISMTT^bi 
114 <220> FEATURE: 

W — > 115 <221> NAME /KEY ? ^isc-feat-.u rft ^ • /nn-T? 

116 <222> LOCATION: Synthetic polypeptide J chain ^ C^Lb / 

118 <400> SEQUENCE: 3 

119 Asp Asp Glu Ala Thr He Leu Ala Asp Asn Lys Cys Met Cys Thr Arg 

120 1 5 10 15 

122 Val Thr Ser Arg He He Pro Ser Thr Glu Asp Pro Asn Glu Asp He 

123 20 25 30 

125 Val Glu Arg Asn He Arg He Val Val Pro Leu Asn Asn Arg Glu Asn 

126 35 40 45 

128 He Ser Asp Pro Thr Ser Pro Leu Arg Arg Asn Pro Val Tyr His Leu 

129 50 55 60 

131 Ser Asp Val Cys Lys Lys Cys Asp Pro Val Glu Val Glu Leu Glu Asp 

132 65 70 75 80 

134 Gin Val Val Thr Ala Thr Gin Ser Asn He Cys Asn Glu Asp Asp Gly 

135 85 90 95 

137 Val Pro Glu Thr Cys Tyr Met Tyr Asp Arg Asn Lys Cys Tyr Thr Thr 

138 100 105 110 
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140 
141 
143 
144 
163 
164 

E— > 165 

166 
168 

W~> 169 



Met Val Pro Leu Arg Tyr His Gly Glu Thr Lys Met Val Gin Ala Ala 

115 120 125 

Leu Thr Pro Asp Ser Cys Tyr Pro Asp 
130 135 
<210> SEQ ID NO: 4 

<211> LENGTH: ia6 

<212> TYPE<^otei|jI^ 
<213> ORGANISM: Bovine 



<220*> FEATURE: ^.^^^ ^ 

<221> NAME/KEY rC^Isc-featuj:©-^ 



170 <222> LOCATION: Synthetic polypeptide J chkin 
172 <400> SEQUENCE: 4 




173 


Glu 


Asp 


Glu 


Ser 


Thr 


Val 


Leu 


Val 


Asp 


Asn 


Lys 


Cys 


Gin 


Cys 


Val Arg 


174 


1 








5 










10 










15 


176 


lie 


Thr 


Ser 


Arg 


He 


He 


Arg 


Asp 


Pro 


Asp 


Asn 


Pro 


Ser 


Glu 


Asp He 


177 








20 










25 










30 




179 


Val 


Glu 


Arg 


Asn 


He Arg 


He 


He 


Val 


Pro 


Leu 


Asn 


Thr 


Arg 


Glu Asn 


180 






35 










40 










45 






182 


He 


Ser 


Asp 


Pro 


Thr 


Ser 


Pro 


Leu 


Arg 


Thr 


Glu 


Pro 


Lys 


Tyr 


Asn Leu 


183 




50 










55 










60 








185 


Ala 


Asn 


Leu 


Cys 


Lys 


Lys 


Cys 


Asp 


Pro 


Thr 


Glu 


He 


Glu 


Leu 


Asp Asn 


186 


65 










70 










75 








80 


188 


Gin 


Val 


Phe 


Thr 


Ala 


Ser 


Gin 


Ser 


Asn 


He 


Cys 


Pro 


Asp 


Asp 


Asp Tyr 


189 










85 










90 










95 


191 


Ser 


Glu 


Thr 


Cys 


Tyr 


Thr 


Tyr 


Asp 


Arg 


Asn 


Lys 


Cys 


Tyr 


Thr 


Thr Leu 


192 








100 










105 










110 




194 


Val 


Pro 


He 


Thr 


His 


Arg Gly 


Val 


Thr 


Arg 


Met 


Val 


Lys 


Ala 


Thr Leu 


195 






115 










120 










125 






197 


Thr 


Pro 


Asp 


Ser 


Cys 


Tyr 


Pro 


Asp 

















198 



135 



130 

217 <210> SEQ ID NO: 5 

218 <211> LENGTH: 1] 
E~> 219 <212> TYPE :<;;^^?otein 

220 <213> ORGANISM: "SuH froc 
222 <220> FEATURE: 
W~> 223 <221> NAME /KEY ; Nftxagc featiar gi^ . ^ 

224 <222> LOCATION: Synthetic polypeptide J chain ^ ^lZ23/ 
226 <400> SEQUENCE: 5 



Lys He 
15 

He Leu 



227 Glu Gin Glu Tyr He Leu Ala Asn Asn Lys Cys Lys Cys Val 

228 1 5 10 

230 Ser Ser Arg Phe Val Pro Ser Thr Glu Arg Pro Gly Glu Glu 

231 20 25 30 

233 Glu Arg Asn He Gin He Thr He Pro Thr Ser Ser Arg Met 

234 35 40 45 

236 Ser Asp Pro Tyr Ser Pro Leu Arg Thr Gin Pro Val Tyr Asn 

237 50 55 60 

239 Asp He Cys Gin Lys Cys Asp Pro Val Gin Leu Glu He Gly Gly He 

240 65 70 75 80 
242 Pro Val Leu Ala Ser Gin Pro Xaa Xaa Ser Xaa Pro Asp Asp Glu Cys 



Xaa He 
Leu Trp 
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243 
245 
246 
248 
249 
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85 90 95 

Tyr Thr Thr Glu Val Asn Phe Lys Lys Lys Val Pro Leu Thr Pro Asp 

100 105 110 

Ser Cys Tyr Glu Tyr Ser Glu 

115 



252 <210> SEQ ID NO: 

253 <211> LENGTH 
E~> 254 <212> TYPE:Cgroti 

255 <213> ORGANISM: 
257 <220> FEATURE: 
W~> 258 <221> NAME/KEY: 
259 <222> LOCATION: 
261 <400> SEQUENCE: 
262 



Earthworm 



peptide J chain 



isc^^eature 

SyntT 
6 

Asn Lys Cys Met Cys Thr Arg Val Thr Ala Arg lie Arg Gly Thr Arg 
263 15 10 15 

265 Glu Asp Pro Asn Glu Asp lie Val Glu Arg Tyr lie Arg lie Asn Val 

266 20 25 30 

268 Pro Leu Lys Asn Arg Gly Asn lie Ser Asp Pro Thr Ser Pro Leu Arg 

269 35 40 45 

272 Asn Gin Pro Val Tyr His Leu Ser Pro Ser Cys Lys Lys Cys Asp Pro 

273 50 55 60 

275 Tyr Glu Asp Gly Val Val Thr Ala Thr Glu Thr Asn lie Cys Tyr Pro 

276 65 70 75 80 

278 Asp Gin Gly Val Pro Gin Ser Cys Arg Asp Tyr Cys Pro Glu Leu Asp 

279 85 90 95 

281 Arg Asn Lys Cys Tyr Thr Val Leu Val Pro Pro Gly Tyr Thr Gly Glu 

282 100 105 110 

284 Thr Lys Met Val Gin Asn Ala Leu Thr Pro Asp Ala Cys Tyr Pro Asp 

285 115 120 125 
536 <210> SEQ ID NO_l 16 




537 <211> LENGTH: 

538 <212> TYPE: DN^ 

539 <213> ORGANISM 
541 <220> FEATURE: 

W — > 542 <221> NAME/KEY 

543"<222> LOCATION: Description of Artificial Sequence: Nucleotide sequence of TpS2 
545 <223> OTHER INFORMATION : (if iOjX; a|l fnUST iW I cu^tr-CaS Z, \^M^,\^U^y^ 

W~> 545 <400> 16 ' ""^ 

C — > 546 gcgatgacga cgataaggcc caaacggaga cctgtactgt tgcgcctcgt gaacggcaaa 60 
548 actgcggatt cccggaagta acaccctctc agtgcgctaa taaaggctgc tgttttgatg 120 
550 acacggtacg gggcgttccg tggtgcttct accccaatac aattgacgtt ccgcctgaag 180 
E — > 552 aagagtgcga gccgtaag 198 

555 <210> SEQ ID NO: 17 

556 <211> LENGTH 
E — > 557 <212> TYPE ' ^xo tBj 

558 <213> ORGANTsm" 

560 <220> FEATURE: 
W~> 561 <221> NAME/KEY: 

562 <222> LOCATION: 
length" TM cDNA 




Artificial Sequence 
"misc-featare^ ^'Z '2S^^t 

't)g bciipLiL5 Tr'of Artificial Sequroce: Synthetic polypeptide of "full 
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Kk^>/564 <223> OTHER INFORMATION: 
^> 564 <400> 17 



565 


Asp 


Gin 


Glu Asp Glu 


Arg 


He 


Val 


Leu 


Val 


Asp 


Asn 


Lys 


Cys 


Lys Cys 


566 


1 






5 










10 










15 


568 


Ala 


Arg 


He 


Thr Ser 


Arg 


He 


He 


Arg 


Ser 


Ser 


Glu 


Asp 


Pro 


Asn Glu 


569 








20 








25 










30 




571 


Asp 


He 


Val 


Glu Arg 


Asn 


He 


Arg 


He 


He 


Val 


Pro 


Leu 


Asn 


Asn Arg 


572 






35 








40 










45 






574 


Glu 


Asn 


He 


Ser Asp 


Pro 


Thr 


Ser 


Pro 


Leu 


Arg 


Thr 


Arg 


Phe 


Val Tyr 


575 




50 








55 










60 








577 


His 


Leu 


Ser 


Asp Leu 


Cys 


Lys 


Lys 


Cys 


Asp 


Pro 


Thr 


Glu 


Val 


Glu Leu 


578 


65 








70 










75 








80 


580 


Asp 


Asn 


Gin 


He Val 


Thr 


Ala 


Thr 


Gin 


Ser 


Asn 


He 


Cys 


Asp 


Glu Asp 


581 








85 










90 










95 


583 


Ser 


Ala 


Thr 


Glu Thr 


Cys 


Ser 


Thr 


Tyr 


Asp 


Arg 


Asn 


Lys 


Cys 


Tyr Thr 


584 








100 








105 










110 




586 


Ala 


Val 


Val 


Pro Leu 


Val 


Tyr 


Gly 


Gly 


Glu 


Thr 


Lys 


Met 


Val 


Glu Thr 


587 






115 








120 










125 






589 


Ala 


Leu 


Thr 


Pro Asp 


Ala 


Cys 


Tyr 


Pro 


Asp 












590 




130 








135 



















593 <210> SEQ ID NO: 1 

594 <211> LENGTH: 71 
E~> 595 <212> TYPE ^^'^rotein 

596 <213> ORGANISM: Artificial Sequence 

598 <220> FEATURE 



W~> 599 <221> NAME /KEY :( :lglsc^f eature^^ 

600 <222> LOCATION: Description "of Artificial Sequence: Synthetic polypeptide of Core TM 
cDNA I 

r-y 602 <223> OTHER INFORMATION: C: 
(^02 <400> 18 



Cys Lys 


Cys 


Ala 


Arg 


He 


Thr 


Ser Arg 


He 


He 


Arg 


Ser 


5 










10 








15 




Pro Asn 


Glu 


Asp 


He 


Val 


Glu 


Arg Asn 


He 


Arg 


He 


He 


20 








25 








30 






Asn Asn 


Arg 


Glu 


Asn 
40 


He 


Ser 


Asp Pro 


Thr 

45 


Ser 


Pro 


Leu 


Phe Val 


Tyr 


His 

55 


Leu 


Ser 


Asp 


Leu Cys 
60 


Lys 


Lys 


Asp 


Glu 


Thr Glu 


Thr 
70 


Cys 


















) NO: 19 






















' 

Protein 























604 1 

606 Ser Glu Asp 

607 

609 Val Pro Leu 

610 35 

612 Arg Thr Arg 

613 50 

615 Asp Ser Ala 

616 65 



E — > 621 <212> TYP 

622 <213> ORGA^KTrSTTTArtificial Sequence 

624 <220> FEATURE: ^^^^^-^ =^ 

W~> 625 <221> NAME/KEY Onisc-feature 



626 <222> LOCATION: Description of Artificial Sequence: Synthetic polypeptide of C2 
fragment I 
^628 <223> OTHER INFORMATION: ^— ^ 
.,-^^^-^8 <400> 19 

629 Ser Arg He He Arg Ser Ser Glu Asp Pro Asn Glu Asp He Val Glu 
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630 
632 
633 
635 
636 
638 
641 
642 

E~> 643 
644 
646 

W~> 647 
648 

fragment 

W ' ; 650 
650 
651 
652 
655 
656 

E— > 657 
658 
660 

W~> 661 
662 

f^^gment 

^ 664 

\. ^ ^64 
665 
666 
669 
670 

E~> 671 
672 
674 

W~> 675 

676 
fragment 
> * ' 678 
^■^^ 678 

679 
680 
682 
683 
685 
686 
692 
693 

E~> 694 
695 
697 

W~> 698 
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1 5 10 15 

Arg Asn lie Arg lie lie Val Pro Leu Asn Asn Arg Glu Asn He Ser 

20 25 30 

Asp Pro Thr Ser Pro Leu Arg Thr Arg Phe Val Tyr His Leu Ser Asp 
35 40 45 

Leu 

<210> SEQ ID NO: 20 
<211> LENGTHjJ.2^ 
<212> TYP^<'P^ 
<213> ORGANTSTTTArtificial Sequence 

<220> FEATURE: ^ ^ 

<221> NAME/KEY :<:lm liic-f ea tu re^ 

<222> LOCATION: Description of Artificial Sequence: Synthetic polypeptide of D 1 . 1 



<223> OTHER INFORMATION 
<400> 20 

Asp Gin Lys Cys Lys Cys Ala Arg He Thr Ser Arg 

15 10 
<210> SEQ ID NO: 21 ' 

<211> LENGTH: ,1^ 

<212> TYPE :< Srotein ^ 

<213> ORGANISM: Artificial Sequence 

<220> FEATURE: ,. 

<221> NAME/KEY :< r€is^^^^ature3 

<222> LOCATION: Description of Artificial Sequence: Synthetic polypeptide of L3D 



<223> OTHER INFORMATION 
<400> 21 

Asp Leu Cys Lys Lys Asp Glu Asp Ser Ala Thr Glu Thr Cys 

15 10 
<210> SEQ ID NO: 22 
<211> LENGTH: 3 
<212> TYPE<£cateia 
<213> ORGANISM: Artificial Sequence 

<220> FEATURE: 

<221> NAME/KEY<iIac££aatttr^ 

<222> LOCATION: Description of Artificial Sequence: Synthetic polypeptide of T4 



I: ^ 



<223> OTHER INFORMATION: 
<400> 22 

Ser Thr Tyr Asp Arg Asn Lys Cys Tyr Thr Ala Val Val Pro Leu Val 

15 10 15 

Tyr Gly Gly Glu Thr Lys Met Val Glu Thr Ala Leu Thr Pro Asp Ala 

20 25 30 

Cys Tyr Pro Asp 
35 

<210> SEQ ID NO: 23 
<211> LENGTH^^^.^.^3— ^--v 
<212> TYPE: (g rotei ji^ 

<213> ORGANISM: Art j^ficial ^ equence 
<220> FEATURE: 

<221> NAME/KEY qr^ nisc-feature 
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699 <222> LOCATION: Description of Artificial Sequence: Synthetic polypeptide of Core TM 
cDNA using L3 \ 
701 <223> OTHER INFORMATION: (t 
> 701 <400> 23 



702 


Asp 


Asn 


Lys 


Cys 


Lys 


Cys Ala 


Arg 


He 


Thr 


Ser 


Arg 


He 


He 


Arg 


Ser 


703 


1 








5 








10 










15 




705 


Ser 


Glu 


Asp 


Pro 


Asn 


Glu Asp 


He 


Val 


Glu 


Arg 


Asn 


He 


Arg 


He 


He 


706 








20 








25 








30 






708 


Val 


Pro 


Leu 


Asn 


Asn 


Arg Glu 


Asn 


He 


Ser 


Asp 


Pro 


Thr 


Ser 


Pro 


Leu 


709 






35 








40 








45 








711 


Arg 


Thr 


Arg 


Phe 


Val 


Tyr His 


Leu 


Ser 


Asp 


Leu 


Cys 


Lys 


Lys 


Cys 


Asp 


712 




50 








55 










60 






714 


Pro 


Thr 


Glu 


Val 


Glu 


Leu Asp 


Asn 


Gin 


He 


Val 


Thr 


Ala 


Thr 


Gin 


Ser 


715 


65 










70 








75 










80 


717 


Asn 


He 


Cys 


Asp 


Glu 


Asp Ser 


Ala 


Thr 


Glu 


Thr 


Cys 


Tyr 








718 










85 








90 










721 


<210> SEQ ID NO: 


24 























: VErotein^^ 



722 <211> LENGTH: 
E — > 723 <212> TYPE: 

724 <213> ORGANISM: Artificial Sequence 

726 <220> FEATURE: ^ — ^ 

W — > 727 <221> NAME /KEY! Crnlkc^-FMi-A-iTf^S^ 

728 <222> LOCATION: Description of Artificial Sequence: Synthetic polypeptide of L3 
fragment I 

W-«"^CKr730 <223> OTHER INFORMATION: L- J 

r^^LUr/^Q <400> 24 



^ 731 



131 Asp Leu Cys Lys Lys Cys Asp Pro Thr Glu Val Glu Leu Asp Asn Gin 
732 15 10 15 

734 He Val Thr Ala Thr Gin Ser Asn He Cys Asp Glu Asp Ser Ala Thr 

735 20 25 30 

737 Leu Trp Thr 

738 35 

744 <210> SEQ ID NO: 25 

745 <211> LENGTHj^2^--— 
E — > 746 <212> TYPE: ^P^tkin--^ 

747 <213> ORGANISM: Artificial Sequence 
74 9 <220> FEATURE: 
W — > 750 <221> NAME/KEY 

751 <222> LOCATION: Description of Artificial Sequence: Synthetic polypeptide of Dl 
fragment I 
^753 <223> OTHER INFORMATION: ^ ^ 

753 <400> 25 

754 Asp Gin Glu Asp Glu Arg He Val Leu Val Asp Asn Lys Cys Lys Cys 

755 15 10 15 

757 Ala Arg He Thr Ser Arg 

758 20 

761 <210> SEQ ID NO: 26 

762 <211> LENGTH: 6^ 

E~> 763 <212> TYPE:^:;^otein / 

764 <213> ORGANISMT^-lArtTficial Sequence 
766 <220> FEATURE: 
W — > 767 <221> NAME/KEY y^isc-feature 



:(^^^misc--featu^^ 
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RAW SEQUENCE LISTING DATE: 03/04/2003 

PATENT APPLICATION: US/10/062,467 TIME; 07:56:50 

Input Set : A: \Epicyte (0204) . txt 

Output Set: N:\CRF4\03042003\J062467.raw 

768 <222> LOCATION: Description of Artificial Sequence: Synthetic polypeptide of TpS2 
/^V> 770 <223> OTHER INFORMATION: /J 
iSAF^ 770 <400> 26 

771 Cys Ser Asp Asp Asp Asp Lys Ala Gin Thr Glu Thr Cys Thr Val Ala 

772 15 10 15 

774 Pro Arg Glu Arg Gin Asn Cys Gly Phe Pro Gly Val Thr Pro Ser Gin 

775 20 25 30 

777 Cys Ala Asn Lys Gly Cys Cys Phe Asp Asp Thr Val Arg Gly Val Pro 

778 35 40 45 

780 Trp Cys Phe Tyr Pro Asn Thr lie Asp Val Pro Pro Glu Glu Glu Cys 

781 50 55 60 

970 <210> SEQ ID NO: 37 

971 <211> LENGTH: 13 
E~> 972 <212> TYP^r^Prot^lKl^^ 

973 <213> ORGANIS M: Af ^ficial Sequence 
975 <220> FEATURE: 

W~> 976 <221> NAME/KE^l^^mis^Z^^fc*^ 

977 <222> LOCATION: Description of Artificial Sequence: Domain 1, 13 amino peptide with 
substantial (-sheet character | 
r> 979 <223> OTHER INFORMATION: (f^ 
r> 979 <400> 37 

980 Asp Gin Glu Asp Glu Arg lie Val Leu Val Asp Asn Lys 

981 15 10 

984 <210> SEQ ID NO: 38 

985 <211> LENGTH^,;-, ^ 

E — > 986 <212> TYPE : <^iotein^^ 

987 <213> ORGANISM: Tobacco etch virus 

989 <220> FEATURE: ^ A 

W~> 990 <221> NAME/KEY^ r^sc-featu re^ ^0^5 ^O^r^J^ZZ^ JLl^ 



991 <222> LOCATION: 2«prjj3-it^C0gni2ed''by the tobacco etch virus proteaseRl* 
993 <400> SEQUENCE: 3 



994 Glu Asn Leu Tyr Phe Gin Ser 

995 1 5 

1003 <210> SEQ ID NO: 39 

1004 <211> LENGTHx.,^Jri 

E~> 1005 <212> TYPECicfiisin.-' 

1006 <213> ORGANISM: Artificial Sequence 

1008 <220> FEATURE: 

W~> 1009 <221> NAME /KEY : ([ mi sc- f eatug e^" 

1010 <222> LOCATION: Description of Artificial Sequence: Synthetic polypeptide residues 
from pro-cathepsin E J 

f^Q. 1012 <223> OTHER INFORMATION: L " 

*|itc> 1012 <400> 39 

1013 Lys Ala His Lys Val Asp Met Val Gin Tyr Thr 

1014 15 10 

1017 <210> SEQ ID NO: 40 

1018 <211> LENGTH: 4 
E~> 1019 <212> TYPEr^PrcrCelrT? 



1020 <213> ORG AN I SM T^tificial Sequence 
1022 <220> FEATURE: 

W~> 



1023 <221> NAME/KEY :(^isc-featurej^ 
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1 094 

X U ^ *i 


W- 






W— 




1 n9^\ 

O 






1 097 






± UZ 0 






X X oz 






X X D J 






1 1 

XX Dfi 






1 1 
X X 






X X D / 






xXOO 






1 1 ^^Q 

X X o y 


W"- 




XX / X 




-> 


1171 


E- 


-> 


1172 






1245 






1246 






1247 






1248 






1250 


W- 


-> 


1251 






1252 


W- 


-> 


1254 


W- 


-> 


1254 


E- 


-> 


1255 



RAW SEQUENCE LISTING DATE: 03/04/2003 

PATENT APPLICATION: US/10/062,467 TIME: 07:56:50 

Input Set : A: \Epicyte (0204) . txt 

Output Set: N:\CRF4\03042003\J062467.raw 

<222> LOCATION: Description of Artificial Sequence: Linker from procathepsin 
<223> OTHER INFORMATION: zjl 
<400> 40 

Val Gin Tyr Thr 

1 

<210> SEQ ID N^: 49 
<211> LENGTH: 



) NO: 49 



<212> TYPE: DNAT ^* 
<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 

^misc- fe ature 

<222> LOCATION :^ Description ot Artificial Sequence: Oligonucleotide 1.2 



)tion of 
r: ^ ' 



INFORMATION: 

31 



<210> SEQ ID NjQi 54 
<211> LENGTH: 
<212> TYPE: 
<213> ORGANISM: Artificial Sequence 
<220> FEATURE: 



J. u IN w ; f 



47 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 03/04/2003 

PATENT APPLICATION: US/10/062,467 TIME: 07:56:51 

Input Set : A:\Epicyte(0204) .txt 

Output Set: N:\CRF4\03042003\J062467.raw 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:7; Line(s) 299 



Seq#: 


13. 


Line 


s) 


455 


Seq#: 


17, 


Line 


(s) 


562 


Seq#: 


18, 


Line 


\s) 


600 


Seq# : 


20, 


Line 


is) 


648 


Seq#: 


21, 


Line 


is) 


662 


Seq#: 


23, 


Line 


is] 


699 


Seq#: 


27, 


Line 


is) 


791 


Seq#: 


28, 


■ Line 


(s) 


818 


Seq#: 


29, 


Line 


s) 


837 


Seq#: 


30, 


' Line 


is) 


855 


Seq#: 


32, 


Line 


(s ) 


881 


Seq#: 


33, 


Line 


[s) 


907 


Seq#: 


34 


• Line 


(s) 


928 


Seq#: 


35, 


•r Line 


(s) 


943 


Seq#: 


36, 


• Line 


is) 


958 


Seq#: 


37, 


' Line 


(s ) 


977 


Seq#: 


39 


• Line 


[s) 


1010 


Seq#: 


42, 


r Line 


(s) 


1063 


Seq# : 


43, 


• Line 


is) 


1084 


Seq#: 


45, 


' Line 


is) 


1118 


Seq#: 


86, 


; Line 


(s) 


1725 



Use of <220> Feature (NEW RULES) : 

Secn2ence(s) ^are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213> ORGANISM is "Artificial Sequence" 
or"Unknovm". Please explain source of genetic material in <220> to <223> 
section (See "Federal Register," 6/01/98, Vol. 63, No. 104 , pp. 29631-32) 
(Sec. 1.823 of new Rules) 

Seq#:7, 8, 9, 10, 11, 12, 13, 14, 15, 16, 17, 18, 19,20,21,22,23,24,25,26,27,28,29,30,31 
Seq#: 32, 33, 34, 35, 36, 37, 39, 4 0, 42, 43, 44 , 4 6, 47, 48, 49, 50, 51, 52, 53, 54 , 55, 56, 57, 58 
Seq#: 59, 60, 61, 62, 63, 64, 65, 66, 67, 68, 69, 70, 71, 72, 73, 74, 75, 7 6, 77, 78, 79, 80, 81, 82 
Seq#: 83, 84, 85, 86, 87, 88, 89, 90, 91, 92, 93 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/062,467 



DATE: 
TIME: 



03/04/2003 
07:56:51 



Input Set : A: \Epicyte (0204) . txt 

Output Set: N:\CRF4\03042003\J062467.raw 



L:12 M:270 C: Current Application Number differs, Replaced Current Application Number 
L:13 M:271 C: Current Filing Date differs. Replaced Current Filing Date 
L:28 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:32 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:1 
L:67 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:71 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:2 
L:lll M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:115 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:3 
L:165 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:169 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:4 
L:219 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:223 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:5 
L:254 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:258 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:6 
L:298 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:7 
L:301 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:7, <213> 
ORGANISM: Artificial Sequence 

L:301 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 7, Line# : 301 
L:302 M:112 C: (48) String data converted to lower case, 

M:112 Repeated in SeqNo=7 

L:351 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:8 
L:354 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:8, <213> 
ORGANISM: Artificial Sequence 

L:354 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 8, Line# : 354 
L:355 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=8 

L:383 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:9 
L;386 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:9, <213> 

ORGANISM:Artificial Sequence 

L:386 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 9, Line* : 386 
L:387 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=9 

L:400 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:10 
L:403 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:10, <213> 
ORGANISM: Artificial Sequence 

L:403 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 10, Line* : 403 
L:404 M:112 C: (48) String data converted to lower case, 

L:417 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:11 
L:420 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ*: 11, <213> 
ORGANISM:Artificial Sequence 

L:420 M:258 W: Mandatory Feature missing, <223> Blank for SEQ* : 11, Line* : 420 
L:421 M:112 C: (48) String data converted to lower case, 
L:423 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 11 
M:112 Repeated in SeqNo-11 

L:435 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:12 
L:438 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:12, <213> 
ORGANISM: Artificial Sequence 

L:438 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 12, Line* : 438 
L:439 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=12 

L:454 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:13 
L:457 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:13, <213> 
ORGANISM:Artificial Sequence 
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l:457 M-258 W: Mandatory Feature missing, <223> Blank for SEQ# : 13, Line* : 457 
L.;458 m;112 C: (48) String data converted to lower case, 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/062,467 



DATE: 03/04/2003 
TIME: 07:56:51 



Input Set : A:\Epicyte(0204) .txt 

Output Set: N:\CRF4\03042003\J062467.raw 



L:460 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 13 
M:112 Repeated in SeqNo=13 

L:464 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 13 

L:468 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID:13 

L:472 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 13 

L:476 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 13 

L:484 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 13 

L:499 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:14 

L:502 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:14, <213> 

ORGANISM:Artif icial Sequence 

L:502 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 14 , Line* : 502 
L:503 M:112 C: (48) String data converted to lower case, 
L:505 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 14 
M:112 Repeated in SeqNo=14 

L:509 M:336 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 14 
L:522 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:15 
L:525 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:15, <213> 
ORGANISM:Artificial Sequence 

L:525 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 15, Line* : 525 
L:526 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=15 

L:542 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:16 
L:545 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:16, <213> 
ORGANISM: Artificial Sequence 

L:545 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 16, Line* : 545 
L:546 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=16 

L:552 M:252 E: No. of Seq. differs, <211> LENGTH : Input : 61 Found:198 SEQ:16 
L:557 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:561 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:17 
L:564 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ* : 17, <213> 
ORGANISM: Artificial Sequence 

L:564 M:258 W: Mandatory Feature missing, <223> Blank for SEQ* : 17, Line* : 564 
L:595 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:599 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:18 
L:602 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:18, <213> 
ORGANISM:Artif icial Sequence 

L:602 M:258 W: Mandatory Feature missing, <223> Blank for SEQ* : 18 , Line* : 602 
L:621 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:625 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID*: 19 
L:628 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ* : 19, <213> 
ORGANISM: Artificial Sequence 

L:628 M:258 W: Mandatory Feature missing, <223> Blank for SEQ* : 19, Line* : 628 
L:643 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:647 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID*: 20 
L:650 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ*: 20, <213> 
ORGANISM:Artif icial Sequence 

L:650 M:258 W: Mandatory Feature missing, <223> Blank for SEQ* : 20, Line* : 650 
L:657 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:661 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID*: 21 
L:664 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ*: 21, <213> 

ORGANISM: Artificial Sequence 

L:664 M:258 W: Mandatory Feature missing, <223> Blank for SEQ* : 21 , Line* : 664 
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L:671 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L':675 M:257 W; Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:22 
L:678 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:22, <213> 
ORGANISM:Artif icial Sequence 

L:678 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 22, Line* : 678 



•i 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/062,467 



DATE: 03/04/2003 
TIME: 07:56:51 



Input Set : A: \Epicyte (0204) . txt 

Output Set: N:\CRF4\03042003\J062467.raw 



L:694 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:698 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:23 
L:701 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:23, <213> 
ORGANISM:Artificial Sequence 

L:701 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 23, Line* : 701 
L:723 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:727 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:24 
L:730 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:24, <213> 

ORGANISM:Artificial Sequence 

L:730 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 24 , Line# : 730 
L:746 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:750 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:25 
L:753 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:25, <213> 

ORGANISM:Artificial Sequence 

L:753 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 25, Line* : 753 
L:763 M:310 E: (3) Wrong or Missing Sequence Type, TYPE: 

L:767 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#: 26 
L:770 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:26, <213> 

ORGANISM:Artificial Sequence 

L:770 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 26, Line# : 770 
L:790 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:27 
L:793 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:27, <213> 
ORGANISM:Artif icial Sequence 

L:793 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 27, Line# : 793 
L:794 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=27 

L:817 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:28 
L:820 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:28, <213> 
ORGANISM:Artificial Sequence 

L:820 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 28, Line* : 820 
L:821 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=28 

L:836 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:29 
L:839 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ#:29, <213> 
ORGANISM:Artificial Sequence 

L:839 M:258 W: Mandatory Feature missing, <223> Blank for SEQ* : 29, Line* : 839 
L:840 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=29 

L:854 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID*: 30 
L:857 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ* : 30, <213> 
ORGANISM:Artificial Sequence 

L:857 M:258 W: Mandatory Feature missing, <223> Blank for SEQ* : 30, Line* : 857 
L:858 M:112 C: (48) String data converted to lower case, 

L:867 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID*: 31 
L:870 M:258 W: Mandatory Feature missing, <223> Tag not found for SEQ* : 31, <213> 
ORGANISM:Artificial Sequence 

L:870 M:258 W: Mandatory Feature missing, <223> Blank for SEQ* : 31, Line* : 870 
L:871 M:112 C: (48) String data converted to lower case, 

L:880 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:32 
L:884 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=32 

L:906 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID*: 33 
L:910 M:112 C: (48) String data converted to lower case. 
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M:112 Repeated in SeqNo=33 

L:'927 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:34 
L:931 M:112 C: (48) String data converted to lower case, 
M:112 Repeated in SeqNo=34 

L:942 M:257 W: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:35 
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946 M:112 C: 
112 Repeated 
;957 M:257 W: 
961 M:112 C: 
;112 Repeated 
:972 M:310 E: 
;976 M:257 W: 
:986 M:310 E; 
:990 M:257 W: 
;1005 M:310 E: 
;1009 M:257 W; 
:1019 M:310 E: 
:1023 M:257 W: 
:1033 M:310 E; 
:1037 M:257 W: 
:1061 M:256 W: 
;1062 M:257 W: 
:1066 M:112 C: 
:1068 M:336 W: 
:112 Repeated 
;1072 M:336 W: 
:1079 M:310 E: 
:1083 M:257 W: 
:1096 M:310 E: 
illOO M:257 W: 
:1110 M:310 E: 
:1114 M:257 W: 



VERIFICATION SUMMARY DATE: 03/04/2003 

PATENT APPLICATION: US/10/062 , 467 TIME: 07:56:51 

Input Set : A: \Epicyte (0204) . txt 

Output Set: N:\CRF4\03042003\J062467.raw 

(48) String data converted to lower case, 

in SeqNo=35 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:36 
(48) String data converted to lower case, 

in SeqNG=36 

(3) Wrong or Missing Sequence Type, TYPE: 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:37 
(3) Wrong or Missing Sequence Type, TYPE: 

Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:38 

(3) Wrong or Missing Sequence Type, TYPE: 
Feature value mis-spelled or invalid, <22: 
(3) Wrong or Missing Sequence Type, TYPE: 
Feature value mis-spelled or invalid, <22: 
(3) Wrong or Missing Sequence Type, TYPE: 



(48) String data converted to lower case, 
Invalid Amino Acid Number in Coding Region, 
in SeqNo=4 2 
Invalid Amino Acid Number in Coding Region, 
(3) Wrong or Missing Sequence Type, TYPE: 
Feature value mis-spelled or invalid, <221> 
(3) Wrong or Missing Sequence Type, TYPE: 
Feature value mis-spelled or invalid, <221> 
(3) Wrong or Missing Sequence Type, TYPE: 



1127 M:257 W 
1131 M:112 C 
112 Repeated 
1141 M:257 W 
1145 M:112 C 
112 Repeated 



Name/Key for 


SEQ 


ID#: 


39 


Name /Key for 


SEQ 


ID#: 


40 


Name/Key for 


SEQ 


ID#: 


41 


■blank data 








Name /Key for 


SEQ 


ID#: 


42 


SEQ ID:42 








SEQ ID: 42 








Name /Key for 


SEQ 


ID#: 


43 


Name /Key for 


SEQ 


ID#: 


44 


Name /Key for 


SEQ 


ID#: 


45 


Name /Key for 


SEQ 


ID#: 


46 



1156 M:257 
1160 M:112 
1168 M:257 
1172 M:112 
1172 M:252 
1182 M:257 
1186 M:112 
112 Repeated 
1201 M:112 C 
112 Repeated 
1225 M:112 C 
1255 M:252 
1679 M:310 
1703 M:310 
1720 M:310 
1838 M:310 



(48) String data converted to lower case, 
in SeqNo=4 6 

: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:47 
(48) String data converted to lower case, 

in SeqNo=47 

: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:48 

(48) String data converted to lower case, 
: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:49 

(48) String data converted to lower case, 
: No. of Seq. differs, <211> LENGTH : Input : 6 Found: 31 SEQ: 49 
: Feature value mis-spelled or invalid, <221> Name/Key for SEQ ID#:50 

(48) String data converted to lower case, 
in SeqNo=50 

(48) String data converted to lower case, 
in SeqNo=51 

(48) String data converted to lower case, 
: No. of Seq. differs, <211> LENGTH: Input : 61 Found:47 SEQ:54 
; (3) Wrong or Missing Sequence Type, TYPE: 

(3) Wrong or Missing Sequence Type, TYPE: 

(3) Wrong or Missing Sequence Type, TYPE: 

(3) Wrong or Missing Sequence Type, TYPE: 
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